was plotted against the log 2 (H/L ratio) from the same experiment as E. Virtually all proteins in the small subsidiary peak are known to be cytoplasmic.
It is necessary to blow this up online to see the pattern. The calculated correlation coefficients make up a table of numbers that maps directly onto the diagrammatic table shown in C and are not shown here. Instead, D shows a color-coding of that table. E and F correspond to C and D, but in this case, the plots in E correspond to all centromere proteins shown in blue and red in A. G and H correspond to C and D, but in this case, the plots in G correspond to all proteins shown in A. In the colored matrices shown in D, F, and H red shows a high positive correlation, and green shows a high negative correlation. The matrix (H) is shown in Fig. 2 . wt, wild type. Fig. 9 B indicate coordinated behavior of a protein cohort throughout this study.
